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<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 10 

<212> PRT 

<213> Bos taurus 

<400> 1 

Lys Ser Phe Asn Phe Tyr Val Phe Pro Lys 
15 10 




<210> 2 

<211> 11 

<212> PRT 

<213> Bos taurus 

<400> 2 

Lys Pro Phe Asn Arg Ser Ser Pro Asp Val Lys 
15 10 



<210> 3 

<211> 11 

<212> PRT 

<213> Bos taurus 

<400> 3 

Lys Pro Phe Asn Arg Ser Ser Pro Asp Lys Lys 
15 10 



-1- 



<210> 4 

<211> 16 

<212> PRT 

<213> Bos taurus 

<400> 4 

Lys Tyr Ala Glu Ser Tyr Trp lie Gin Thr Tyr Ala Asp Tyr Val Gly 
15 10 15 



<210> 5 

<211> 9 

<212> PRT 

<213> Bos taurus 

<400> 5 

Lys Glu Gin Glu Glu Leu Asn Asp Ala 
1 " 5 



<210> 6 

<211> 9 

<212> PRT 

<213> Bos taurus 

<400> 6 

Lys Leu Phe Leu Met Arg Val Met Asp 
1 5 



<210> 7 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 7 

ccatatccat atgcttttca gtgcctttcc taac 34 

<210> 8 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 8 

agtactcgag ttacaatgtg tcagg 25 

<210> 9 



-2- 



<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 



<400> 9 

agtgtcgcat atggagataa tcaggagca 2 9 

<210> 10 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 



<400> 10 

agtactcagc ggtttgctgc cctca 25 

<210> 11 

<211> 639 

<212> PRT 

<213> Homo sapiens 



<400> 11 
Met Glu He He 
1 

Gin Ala He Glu 
20 

Gly He Ser Asp 
35 

Thr Pro Glu Glu 
50 

Leu Leu Phe Gin 
65 

Ser Lys Tyr He 

Phe Asn Arg Ser 
100 

He Asp Phe Leu 
115 

Asn Gly He Pro 
130 

Gin Tyr Asp Glu 
145 

Tyr Val Ser Pro 

Gin Lys Lys Phe 
180 

Gin Ser Glu Glu 
195 

Gin Arg Lys Leu 



Arg Ser Asn . Phe 
5 

Glu Ala Asp Phe 

Gly Pro Ser Val 
40 

Arg Tyr Gin Lys 
55 

Phe Gly Leu Cys 
70 

Thr Lys Ser Phe 
85 

Ser Pro Asp Val 

Ala Ser Gin Gly 
120 

Tyr Leu Asn Gin 
135 

Lys Arg Ser Gin 
150 

Asn Thr Ser Lys 
165 

He Asp Gin Val 

Asn Lys Asn Leu 
200 

He Tyr Gin Thr 



Lys Ser Asn Leu 
10 

Phe Ala He Asp 
25 

Ser Ala Leu Thr 

Leu Lys Lys His 
60 

Thr Phe Lys Tyr 
75 

Asn Phe Tyr Val 
90 

Lys Phe Val Cys 
105 

Phe Asp Phe Asn 

Glu Glu Glu Arg 
140 

Ala Asn Gly Ala 
155 

Cys Pro Val Thr 
170 

Val Glu Lys He 
185 

Asp Leu Glu Pro 
Leu Ser Trp Lys 



His Lys Val Tyr 
15 

Gly Glu Phe Ser 
30 

Asn Gly Phe Asp 
45 

Ser Met Asp Phe 

Asp Tyr Thr Asp 
80 

Phe Pro Lys Pro 
95 

Gin Ser Ser Ser 
110 

Lys Val Phe Arg 
125 

Gin Leu Arg Glu 

Gly Ala Leu Ser 
160 

He Pro Glu Asp 
175 

Glu Asp Leu Leu 
190 

Cys Thr Gly Phe 
205 

Tyr Pro Lys Gly 
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210 










215 










220 










lie 


His 


Val 


Glu 


Thr 


Leu 


Glu 


Thr 


Glu 


Lys 


Lys 


Glu 


Arg 


Tvr 


He 


Val 


225 










230 










235 










240 


lie 


Ser 


Lvs 


Val 


Asp 


Glu 


Glu 


Glu Arg 


Lys 


Arg Arg 


Glu 


Gin 


Gin 


Lvs 










245 










250 










255 




His 


Ala 


Lvs 


Glu 


Gin 


Glu 


Glu 


Leu Asn Asp 


Ala 


Val 


Glv 


Phe 


Ser 


Ara 








260 










265 










270 






Val 


lie 


His 


Ala 


lie 


Ala 


Asn 


Ser Gly Lys 


Leu 


Val 


He 


Glv 


His 


Asn 






275 










280 










285 








Met 


Leu 


Leu 


Asp 


Val 


Met 


His 


Thr 


Val 


His 


Gin 


Phe 


Tvr 
1 1 J - 


Cys 


Pro 


Leu 




290 










295 










300 










PrO 


Ala 


Asp 


Leu 


Ser 


Glu 


Phe 


Lvs 


Glu 


Met 


Thr 


Thr 


Cys 


Val 


Phe 


Pro 


-J V -J 










"310 










315 










32 0 


Ara 


Leu 


Leu 


Asp 


Thr 


Lys 


Leu 


Met 


Ala 


Ser 


Thr 


Gin 


Pro 


Phe 


Lys 


Asp 










325 










330 










335 




lie 


lie 


Asn 


Asn 


Thr 


Ser 


Leu 


Ala 


Glu 


Leu 


Glu 


Lys 


Ara 


Leu 


Lys 


Glu 








340 










345 










350 






Thr 


Pro 


Phe 


Asn 


Pro 


Pro 


Lys 


Val 


Glu 


Ser 


Ala 


Glu 


Glv 


Phe 


Pro 


Ser 






355 










360 










365 








Tvr 


Asp 


Thr 


Ala 


Ser 


Glu 


Gin 


Leu 


His 


Glu 


Ala Gly 


Tvr 
j 


Asp 


Ala 


Tvr 




3 70 










375 










3 80 










lie 


Thr 


Glv 


Leu 


Cvs 


Phe 


lie 


Ser 


Met 


Ala 


Asn 


Tyr 


Leu 


Glv 


Ser 


Phe 


3 85 










390 










395 










400 


Leu 


Ser 


Pro 


Pro 


Lys 


lie 


His 


Val 


Ser 


Ala 


Arg 


Ser 


Lys 


Leu 


He 


Glu 










405 










410 










415 




Pro 


Phe 


Phe 


Asn 


Lys 


Leu 


Phe 


Leu 


Met 


Ara 


Val 


Met 


Asp 


He 


Pro 


Tvr 

2 








42 0 










425 










430 






Leu 


Asn 


Leu 


Glu 


Gly 


Pro 


Asp 


Leu 


Gin 


Pro 


Lys 


Arg 


Asp 


His 


Val 


Leu 






435 










440 










445 








His 


Val 


Thr 


Phe 


Pro 


Lys 


Glu 


Trrj 


Lys 


Thr 


Ser 


Asp 


Leu 


Tvr 


Gin 


Leu 




450 










455 










460 










Phe 


Ser 


Ala 


Phe 


Gly Asn 


lie 


Gin 


He 


Ser 


Trp 


He 


Asd 


Asd 


Thr 


Ser 


465 










470 










475 










480 


Ala 


Phe 


Val 


Ser 


Leu 


Ser 


Gin 


Pro 


Glu 


Gin 


Val 


Lys 


He 


Ala 


Val 


Asn 










485 










490 










4 95 




Thr 


Ser 


Lys 


Tvr 


Ala 


Glu 


Ser 


Tyr 


Arg 


He 


Gin 


Thr 


Tvr 


Ala 


Glu 


Tvr 

2 








500 










505 










510 






Met 


Glv 


Ara 


Lys 


Gin 


Glu 


Glu 


Lys 


Gin 


He 


Lys 


Arg 


Lys 


TrD 


Thr 


Glu 






515 










520 










525 








Asp 


Ser 


Trp 


Lys 


Glu 


Ala 


Asp 


Ser 


Lys 


Arg 


Leu 


Asn 


Pro 


Gin 


Cys 


He 




530 










535 










540 










Pro 


Tvr 


Thr 


Leu 


Gin 


Asn 


His 


Tyr 


Tyr Arg 


Asn 


Asn 


Ser 


Phe 


Thr 


Ala 


545 










550 










555 










560 


Pro 


Ser 


Thr 


Val 


Gly Lys 


Ara 


Asn 


Leu 


Ser 


Pro 


Ser 


Gin 


Glu 


Glu 


Ala 










565 










570 










575 




Glv 


Leu 


Glu Asp Gly Val 


Ser 


Gly Glu 


He 


Ser 


Asp 


Thr 


Glu 


Leu 


Glu 








580 










585 










590 






Gin 


Thr 


Asp 


Ser 


Cys 


Ala 


Glu 


Pro 


Leu 


Ser 


Glu Gly 


Arg 


Lys 


Lys 


Ala 






595 










600 










605 








Lys 


Lys 


Leu 


Lys 


Arg 


Met 


Lys 


Lys 


Glu 


Leu 


Ser 


Pro 


Ala 


Gly 


Ser 


He 




610 










615 










620 










Ser 


Lys 


Asn 


Ser 


Pro 


Ala 


Thr 


Leu 


Phe 


Glu 


Val 


Pro 


Asp 


Thr 


Trp 





625 630 635 



<210> 12 

<211> 3002 

<212> DNA 

<213> Homo sapiens 



<400> 12 

gaaccgctga ggcgggcgcg ggcccgggtg gggccaaggt tccggccact ctgcagaatg 60 
gagataatca ggagcaattt taagagtaat cttcacaaag tgtaccaggc catagaggag 12 0 
gccgacttct tcgccatcga tggggagttt tcaggaatca gtgatggacc ttcagtctct 180 
gcattaacaa atggttttga cactccagaa gagaggtatc agaagcttaa aaagcattcc 24 0 
atggactttt tgctatttca gtttggcctt tgcactttta agtatgacta cacagattca 300 
aagtatataa cgaagtcatt taacttctat gttttcccga aacccttcaa tagatcctca 360 
ccagatgtca aatttgtttg tcagagctcc agcattgact ttctagcaag ccagggattt 42 0 
gattttaata aagtttttcg aaatggaatt ccatatttaa atcaggaaga agaaagacag 480 
ttaagagagc agtatgatga aaaacgttca caggcgaatg gtgcaggagc tctgtcctat 54 0 
gtatctccta acacttcaaa atgtcctgtc acgattcctg aggatcaaaa gaagtttatt 600 
gaccaagtgg tagagaaaat agaggattta ttacaaagtg aagaaaacaa gaacttggat 660 
ttagagccat gtaccgggtt ccaaagaaaa ctaatttatc agactttgag ctggaagtat 72 0 
ccgaaaggca ttcatgttga gactttagaa actgaaaaga aggagcgata tatagttatc 780 
agcaaagtag atgaagaaga acgcaaaaga agagagcagc agaaacatgc caaagaacag 840 
gaggagctga atgatgctgt gggattttct agagtcattc acgccattgc taattcggga 900 
aaacttgtta ttggacacaa tatgctcttg gacgtcatgc acacagttca tcagttctac 960 
tgccctctgc ctgcggactt aagtgagttt aaagagatga caacatgtgt tttccccaga 1020 
ctcttggata ctaaattgat ggccagcaca caacctttta aggatatcat taacaacaca 1080 
tcccttgcgg aattggaaaa gcggttaaaa gagacacctt tcaaccctcc taaagttgaa 1140 
agtgccgaag gttttccaag ttatgacaca gcctctgaac aactccacga ggcaggctac 12 00 
gatgcctaca tcacagggct gtgcttcatc tccatggcca attacctagg ttcttttctc 1260 
agccctccaa aaattcatgt gtctgccaga tcaaaactca ttgaaccttt ttttaacaag 1320 
ttatttctta tgagggtcat ggatatcccc tatctaaact tggaaggacc agacttgcag 13 80 
cctaaacgtg atcatgttct ccatgtgaca ttccccaaag aatggaaaac cagcgacctt 1440 
taccagcttt tcagtgcctt tggtaacatt cagatatcct ggattgatga cacatcagca 1500 
tttgtttccc ttagccagcc cgagcaagta aagattgctg tcaataccag caaatatgca 1560 
gaaagctatc ggatccaaac ctatgctgaa tatatgggga gaaaacagga agagaagcag 162 0 
atcaaaagaa agtggactga agatagctgg aaggaggctg acagcaaacg gttaaacccc 168 0 
cagtgcatac cctacaccct gcagaatcac tattaccgca acaatagttt tacagctccc 1740 
agcacagtag gaaagagaaa tttgagtcct agtcaagagg aagctggcct ggaggacgga 1800 
gtgtcagggg agatttccga cactgagctt gagcagaccg attcctgtgc agagcccctc 1860 
tcagagggaa ggaaaaaggc caagaaatta aaaagaatga agaaggagct ttctccagca 192 0 
ggaagcatct cgaagaacag ccctgccaca ctctttgaag ttcctgacac atggtaacca 1980 
agacctgagg gcagcaaacc gctggtgctg tcgctgtgag caagagccgg ctggcacatt 204 0 
tggaagccgc actgtattta acttaatcaa atgtggtatg ggaggggttg gaaaccaagt 2100 
tgtctcctgg gggggagaaa acaggtttta tttttgtggc tgtggttttt tccccttttt 2160 
aatctaactg cctgttgaca ttgacactca tcacggttgt aggctgtcat gaatgtgtac 2220 
gtgcttaacc agtgaattcc gtgttgctct tgtgaggcct ttcctgtcat gacccagtgt 2280 
gcttaagaac ctgcctgatg gggagtgtcg gctgtgaaat ctgcaaaaag agctgacatt 2 34 0 
ccagctgctg tgatcatgaa tttgggggtg tactgtcctg cctgtgcatc ttctcgcact 2400 
gagattttga ggcagttgca gccctcggtt agtctcccag tggaaaaatc ggttgtgcct 2460 
ccctgcttcc caccatagct gcctgaaaac atgacgctct caagcttgtc cttccttcag 252 0 
gaagatgtcc actcatgccc acccatgaga gggcttgccg tatgccctgg cctttgggca 25 80 
tatttatgta gagttccttt ctcctaagac gtgagtttct catgggggat gtacgagtaa 2640 
aaaggttaac ttctgttctt atgcgtggcg ctgtgttcac tttccagagt ctctgttcgt 2700 
ttgtttggat ggcggtctcg gggtacggca gcgtgtgtgc gtacgtgtct gtgtgtgtgt 2760 
gtgtgtgtgt gtgtgtgtgt gtgtgtgtga aatcgtgcaa atctacaaca tgtcccagcc 2820 
cattctccgt tgaaacagat cacagcaacg acaaacgctc atggcgctgc tttgctccac 2880 



-5- 



ccgcttcaga tagatcattg ttagatattt cacatttttg tatggtggaa ataaaaatga 2 94 0 
aaaatgtatt tccaaaagat gaaaattaaa aacattttca taggaaaaaa aaaaaaaaaa 3000 
aa 3002 



<210> 13 

<211> 12 

<212> PRT 

<213> Homo 



sapiens 



<400> 13 

Ala Asp Phe Phe Ala lie Gly Phe Ser Gly lie Ser 
15 10 



<210> 14 

<211> 15 

<212> PRT 

<213> Homo 



sapiens 



<400> 14 

Leu Val He Gly His Asn Met Leu Leu Val Met His Thr Val His 
1 5 10 15 



<210> 15 

<211> 16 

<212> PRT 

<213> Homo 



sapiens 



<400> 15 

Ser Glu Gin Leu His Glu Ala Gly Tyr Ala Tyr He Thr Gly Leu Cys 
15 10 15 



<210> 16 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Cys Asp Phe Val Ala He Phe Phe Leu Gly Leu Asp 
15 10 



<210> 17 

<211> 15 

<212> PRT 

<213> Homo 



sapiens 



<400> 17 

Leu Val Val Gly His Asn Ser Leu Leu Ala Met Tyr Met Tyr His 
15 10 15 



-6- 



<210> 18 

<211> 16 

<212> PRT 

<213> Homo 



sapiens 



<400> 18 

Glu Asn Val Tyr His Asn Ala Gly Phe Ser Tyr Val Thr Gly Glu Val 
15 10 15 



<210> 19 

<211> 12 

<212> PRT 

<213> Homo 



sapiens 



<400> 19 

Ala Asp Phe Val Ala He Leu Met Thr Gly Val Thr 
15 10 



<210> 20 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Leu He Val Gly His Asn Cys Phe Leu He Ala His Val Tyr Ser 
15 10 15 



<210> 21 

<211> 16 

<212> PRT 

<213> Homo 



sapiens 



<400> 21 

Ala Gly Gly Lys His Glu Ala Gly Tyr Ala Phe Met Thr Gly Cys He 
15 10 15 



<210> 22 

<211> 12 

<212> PRT 

<213> Homo 



sapiens 



<400> 22 

Gly Thr Leu Val Ala He Ala Phe Val Ser Leu Gin 
15 10 



<210> 23 

<211> 15 

<212> PRT 

<213> Homo 



sapiens 
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<400> 23 

Val Phe Val Gly His Gly Leu Asn Asn Phe Lys His lie Asn lie 
15 10 15 



<210> 24 
<211> 16 
<212> PRT 
<213> Homo 



sapiens 



<400> 24 

Gin Glu Gly Asn His Asp Ser lie Glu Ala His Thr Ala Leu lie Leu 
15 10 15 



<210> 25 

<211> 12 

<212> PRT 

<213> Homo 



sapiens 



<400> 25 

Phe Pro Ala lie Ala Leu Thr Phe Val Arg Thr Arg 
15 10 



<210> 26 

<211> 15 

<212> PRT 

<213> Homo 



sapiens 



<400> 26 

Thr Lys Phe Leu His Ala Gly Ser Glu Leu Glu Val Phe Leu Asn 
15 10 15 



<210> 27 

<211> 15 

<212> PRT 

<213> Homo 



sapiens 



<400> 27 

Glu Arg Gin Glu Trp Ala Ala Ala Val Trp Tyr Leu Leu Pro lie 
15 10 15 



<210> 28 

<211> 12 

<212> PRT 

<213> Homo 



sapiens 



<400> 28 

Ala Pro Val Phe Ala Phe Thr Thr Asp Ser Leu Asp 
15 10 
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<210> 29 
<211> 15 
<212> PRT 
<213> Homo 



sapiens 



<400> 29 

Leu Lys Val Gly Gin Asn Leu Lys Tyr Arg Gly lie Leu Ala Asn 
15 10 15 



<210> 30 

<211> 15 

<212> PRT 

<213> Homo 



sapiens 



<400> 30 

Glu Glu Ala Gly Arg Ala Ala Glu Ala Asp Val Thr Leu Gin Leu 
15 10 15 



